Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.134; data-to-parameter ratio = 12.3.
Related literature
For the pharmacological activity of amide derivatives, see: Galanakis et al. (2004) ; Kumar & Knaus (1993) ; Ban et al. (1998) ; Ukrainets et al. (2006) , Lesyk & Zimenkovsky (2004) ; Gududuru et al. (2004) . For related structures, see: Nayak et al. (2013a,b) . For standard bond lengths, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x; y þ 1; z; (iii) Àx; Ày; Àz þ 1; (iv) x; y À 1; z.
Data collection: CrysAlis PRO (Agilent, 2012 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Agilent, 2012); program(s) used to solve structure: SUPERFLIP (Palatinus et al., 2012) ; program(s) used to refine structure: SHELXL2012 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: OLEX2.
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Supporting information for this paper is available from the IUCr electronic archives (Reference: ZL2589). (Galanakis et al., 2004; Kumar et al., 1993; Ban et al., 1998) , antimicrobial (Ukrainets et al., 2006) , antitubercular (Lesyk et al., 2004) and antiproliferative (Gududuru et al., 2004) activities are reported in the literature.
Crystal structures of some amide derivatives related to the title compound include, viz., 4-(4-iodoanilino)-2-methylene-4-oxobutanoic acid and 4-(3-fluoro-4-methylanilino)-2-methylidene-4-oxobutanoic acid (Nayak et al., 2013a,b) . Hence in view of its potential pharmacological importance, the title compound 4-[(4-acetylphenyl)amino]-2-methylidene-4-oxobutanoic acid, C 13 H 13 NO 4 , was synthesized from 3-methylidenedihydrofuran-2,5-dione with good yields and its crystal structure is reported here.
In the title compound, The C=C bond is present as its anti-Saytzeff tautomer. The N-C(=O) bond length of 1.354 (2)A (A) is indicative of amide-type resonance (Fig. 1 ). All other bond lengths are in normal ranges (Allen et al., 1987) . In the crystal, classical O-H···O hydrogen bonds formed by the carboxylic groups and N-H···O weak intermolecular interactions formed by the amide groups and supported additionally by weak C-H···O intermolecular interactions between the 2-methylidene, phenyl and acetyl groups with the carboxylic, oxoamine and acetyl oxygen atoms (Table 1) , together link the molecules into dimeric chains along [0 1 0] (Fig. 2) . The O-H···O hydrogen bonds form R 2 2 (8) graphset motifs. The dihedral angle between the mean planes of the phenyl ring (C6-C10) and oxoamine group (C1/C2/O1/N1) is 36.4 (3)°, while the mean plane of the 2-methylidene group (C2-C5) is further inclined by 84.2 (1)° from that of the oxoamine group.
3-Methylidenedihydrofuran-2,5-dione (0.112 g, 1 mmol) was dissolved in a 30 ml acetone and stirred at ambient temperature. 4-Aminoacetophenone (0.135 g, 1 mmol) in 20 mL acetone was added over 30 mins (Fig. 3) . After sirring for 1.5 h the slurry was filtered. The solid was washed with acetone and dried to give the title compound, C 13 H 13 NO 4 .
Single crystals were grown from methanol and toluene (1:1) mixture by the slow evaporation method (yield. 0.248 g, 87.32%, m.p.: 461-463 K).
Refinement
The OH atom was located by a difference map and refined isotropocally. All of the remaining H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.95Å (CH), 0.98 -1.00Å
(CH 2 ), 0.98Å (CH 3 ) or 0.88Å (NH). Isotropic displacement parameters for these atoms were set to 1.2 (CH, CH 2 , NH) or 1.5 (CH 3 ) times U eq of the parent atom. Idealised Me was refined as a rotating group. 
4-[(4-Acetylphenyl)amino]-2-methylidene-4-oxobutanoic acid
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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